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>pTaNPF7.2A
CTCAACACCCAGGACCTAGGTTGGGCG-

TATATAACCCCCTTTTCCTGCAGGCCTAAAGTTTTC-
CCCACTTTTTTGGCCTACTTTCCCCCCCTCCAGC-
CCATAAACTCCTTTAATTTGGCCCGTTTCTTTAT-
TAAGCCCAGTCCGTTTCAGAGTTCGAATTGAGA-
TAAAACAATCTCCCGAAAATTCGCAATCATC-
CCCTGTTTCACCCTCACAACGTGCTGGAGAT-
CATACTGAGAGAGGGGCATCTATCGGTTTGTGT-
GCTAATGAATTCCCAAATCTCTCTACACACCTC-
CAATGCATCCAATTGGGTTCAGCTCCATTGCCTA-
AATCCACTCTACTTCCTCTGAAAATTTGATAC-
CGTTGATCATCCTGGATCAAACCACATCTTG-
CAGATGGTCTCCTATTATTCCCACTACACGAAG-
GGAAGTTTACTTGCCTGTTTTTATCTTCAAG-
C G C T C T G T C C C T G T T G C A A C AT T T T T TAT-
C A G T C T G T C C AT T G C AT T T C A G TAT C T T C -
CCCTTTCTCTTGTCAATCTTCTTCACTTGTTTGG-
CACAGGCAAAAGCATTTGCCAGAGTGGCTAGG-
TAAGGATTTCGATGTTCTGTGTCTTCAATTGCA-
GAGTTAACCTCTTCATCCTCAATTTGCTCAAGT-
GCCCAAAATCTTCCCCTTGGCTTCGTTTCCTTTA-
AAATAGACTCCTCTTCAGTTTCAGAGTTTGATAAG-
CAACCCCCAGGATCAAACATGATTCTCTTGTTCAT-
TCGAAGATCTCCATAGTCAGAGACTTTGTCTGT-
GCCCATCCCAGATACACTCGGCTCTCTGGCGA-
CAAATACAGCAACAGGTCCACTGTCTCCGGCTTCG-
GCGGTCAATCTGAGCTCAATCCCACCATGGAAATC-
CAACGCGCCTTCCTTCTCGGGTCGTTCGAGCGC-
CACTACCCCCTCGGCCAATGAATGAAGGCCACCG-
GCGGGAAGTCACCGGGGAAGGAAATGGCAGC-
CCCCGCCAGGGGAGATGGGCTCAAACACGACTG-
GTCTCTGGCGGCGAGAACGAGAGCTGCAATGGTG-
CACCCGACGGCATCACTCCCAGCAAGCATTCCCAC-
CGCAGCGCCCTCCGGGATTCCTCTGATTTTGCCTC-
CGCCCTCGCCCACAGAACAAACGCAGCCGACGGG-
GAGTGCGGGAAGGCGGGCATCCTTGCCCTTTCCTC-
CGTTGTGGCCTCGTCGTAGATCACCCTCGC-
CAAAATCCTCTGCTCCAGATTTGCTCTTTTCTGG-
CAACTCTCTGCATATCTCATCGCAGCGGACCTTA-
CACTCGGATCTATCGCCGCCGTCACCGCCTGATCT-
GCCGCCTTCCACTCCTGCACGCGTCGGATCCACG-
CCACGGTGGCGTCGCGAATCCTGGTTGCCCGCTC-
CACCCACCCCCGGGCCCGGTCGCCATGAGTATC-
CCCTGCGGAACCGGTGAGATCAATCTCACTATCTC-
CGGGAAGGATTCAAGATGTGGAGGGGCAGGCGAG-
GGGGGGAGGGGGGTGCGGCCGTGGTCGCCAT-
TCGCGGACCTCGCCGACGCGGAGGCATACCGT-
GTGATTTGAGTGGCTAGATCTACAGAGGTGTCG-
ACAATGGTGGGCGAGAGGCGTGGAGTCGCCGT-
GGTCGTGAGAGGGGAGCCAAGCGGAAAATAATG-
GTCCAAATATGGTAAAATCTCCGCGCGCTCACGGC-
CACAAGCAAGTTACGTGCGCCGCACCGTAACTTTC-
GTGTGGCTAAGGCCGTTCCGATGGAGCCGCAGCTG-
GCTCACAATCACAGGATCTCCGGGAAAAGCAGTC-
GAGAAACCAGCTGTCACGGGCCATGCACGCTGC-
CACATGTGTCGGCCGGCTCCTTTCCTTCCCCCCG-

CAGGAGAAAACCAAAACGTACTGGTCACCAACAC-
CGCGACTCCGCCCAATCGGTGAGCACCGCACCACT-
GCCGCCGCGCGCGCCCATAAATACGCGGCCAC-
CCCGCCCCCGGCTCACCTC

>pTaNPF7.2B
G T G C T C G G AT G C T T G C C T G A C AT C G C T-

GTTAAAAATGTTTCAAAGAGCCAAACAAAT-
GAATCGATACTCTCATTAAATATCAGCGCGGC-
CCCAAAAATTACTGTCTACTTGTGATGGTTG-
GTACCAACGAATGGAGCAAAAGGCATTTCA-
AACTTGTTAGTCTGAAAAGTGGTATCAAATGA-
TACAGCATCCCCAAAACATGCGTAATCCATGA-
TAGACTGACCATCTGCCCAAAAGAAATTAGC-
TAT C T G G C C AT C A A C T T G AT C TAT C T G A AT-
GGCATAAAAAATGTAGGATCCTCTCTTTGCT-
TATTTTTCAAGTATTCCAACAGTGTCTGTGCATA-
ATTTGATTCTAAATACTTCTTGCGCTCGGGATCATA-
AGCGCTGTCCTCTGAACAATCTCATTATTGCAGTC-
CATCTTTGAGAATGGTACTTTGTCGGGTCCTC-
CGAAAATGCTACCATAAAGTCATATACCTGGGAT-
GGCTTCATCCCGGCTTCCCGTATCTGGCCAATT-
AGATGCCTATCCGCTTCTATAACACGTCTTTG-
GGACCTCAGCTTGTGCACCTTATTGGGACTAG-
CAAGATAGTGATTGTGCTCTGTTATAAGCTTTTG-
CACTGTCCAAATACCATCCTTGTTGACACTAAACT-
GAATACGAGCCTCACAACCTGTCCTTGTAGT-
GTCCTTAGATGATTGGATTTCTCGATGGCCTTCGT-
TACTGCAAACTATATATTTTTGAGATATACTTTTAT-
CACCTCGTCGCTTTGTGTGACTTTTTCTGACACT-
GAACCCAACCTTGACGGCATATGCGTTGTACATAT-
CATAAGCGCTGTCCTCTGAATCGAAAGCCAATC-
CAACTTTTGGAACAATCAACGTTTGTCCAACTTTAT-
CAATAGCCTGCCGTACAATGAGTCCAGAGTTA-
AATTTATATTACCATAATGTGATGTGGGAAAAT-
GTTTTTCTCATGCACTTTATGAATTTATTTTCCTA-
AGCTTACTGAAGAACACATATTAATTTTGAG-
CAGTCATTTGCCAAGTAATCAGTGCATAGTACAG-
TACTAGAGTACGATGATCTTATGCCGACTGTCT-
GAATAGGATATCGCTTTTCAACCCGTACCTGCAT-
TCTTTGCTCTACACCGGCGACCCCGTCGTCCT-
GCTGAGCTCCTTCTCCTATCATGGCGGTGGTCG-
TATCCTCCCGGAATCCTCCTCCTGACATGAAGC-
GTGGGGCCTGCAAGTTCATGGCGTGCGCACAAC-
CATTCTTATCCGCAAGGTTTATGCGGGACAAGTC-
GTCGGCAGTGCCACCGTGGTTCGTCATGGCCGCTC-
CCGTCCTTCTCGATGGTACTGCAGCTTCAAACT-
GCGGCGGCCATGAATATCCTTCTAGGCTGATGCG-
GCCATGCGAAGGAGAGGATGACGATGCGTTTGG-
GCGTGAGGCAAACATGGTTGTGCTCTCCCCCGA-
CAGATTGAGTGCCGGACCAGGGTTCCCGCGGCCG-
CCACCAGTCTCATCTGCCATGATCAGATCGCCGC-
TATTCAAGGGAAGCAGATGCTATCAATCAAAAG-
TATGCGTATCTGATTGAAAAGGCATAACGACGG-
GAGTTGATTGCCTGCAGTTTTTGCAGCCGAGCG-
GAGCCCAGGGAGCCGGGATCGCACGTATTTG-
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GAGCCGAGCGAGCGCTCCCGAGCCGACGGAAG-
GAGCGAACGGATCAAAACAAACGGCGACCGTCG-
GATGTAAGGAGGGGACACGTGGACGAATCTGGG-
CAGGGGTACGCACAGAATGGGCTTTGCAGCCGGT-
GTCCACGAAATTTTCTTCCCCGGGAAAAGTAGTC-
GAGAAACCAGCTGTCACGGGCCATGCACGCTGC-
CACATTGTGTCGGCCGGCTCCTTTCCCCCGCAG-
GAGAAAACCAAAACGTACTAGTCACCAACACCGC-
GACTCCACCCAGTCGGTGAGCACCGCACCACTGC-
CGCCGCGCGCGCCCATAAATACGCGCCCACCCCAC-
CCCCGGCTCACCTC

>pTaNPF7.2D
A G C A A C T C AT G TA G TAT T G G C A A G T-

GACAAAACCTTGACTTAGAGAGTAAAAAAG-
GTTTTAAAGGGAAGAATTTGGCCTAAAGTTC-
CATGGTATGTGTGACCAACCCACCCGACATA-
AATCTTTCCTACTTGTAAAAATTGGCATTAA-
TAGTTATCCGTTCACTCATCTGCATATTAGTTT-
GATACTTTTAACAAGTTTGTAGAAAAATATAT-
TAACATATACACCGGAAATTCAATTCGGTTC-
CCGGAAGCACATGCTCCCGGGCCCAAAAATA-
ATTAAAATGTCCAAAATCAAGACAATTTATGT-
GTTTCTAGTCACATCCAAATACTGCCTGCAAATTTT-
GAGGCAAAAAGGTTAAGCATTTTGGCCTGT-
GAATTGAACACCAAATTTTATCCCCAAGTGT-
CACCCTAAATTTGTTCACCGATGAAACATTGAT-
GCCCCATTTTGCATGAAAATTGTCAAGCATGCT-
CACTAACTTGAACATTCTCGCTAAAAGACACTA-
ATTCAGAAATTTTTGAAAACTTCCACTTTGCGT-
TACTGTTCACACGGGAGCGTGTGCTCCCGGGAG-
CCAAAATGCCCCTATATACCTCCAATAATGGATC-
CATCATTGCATATATTTTCACATTATAGAAATTTGT-
TACTGTAAATGTTCATATTATTTTCACAAACTTGGT-
CAAACTTTATACAGTTTGACTTCAGTTAAAGCTA-
ATATGTGGAGTAAATAAACGGAGGGAGTACATA-
ATATAAGAAGATGATTCGTATCACAAAAATCAAT-
GATTTCTTAGTTCATGGTATTAGCCTTAACGAGTA-
ATAATTTGTTAAATTCGGGTAACATTTCTCCTTG-
TATGAGGCAATAGACATTGAAGCTACCGAAGCTAG-
GACGCATCCCGAGGTTAATGTTGCCTGAAGAACAG-
TAAAATCCCCAAAAGAATTAGTACTCCCTCCAATC-
CAAATTAATTGTTGCAACTTTATTACAAATTGGAG-
GGATTAAAAGAATTAAAAAATACTTATTTTTTG-
CAATGACTACCACGGATGTCATTTCATAATGA-
AATTGTTCAAACACTCAAACATTTATCAAAGTTTG-
CCACACAAAAATTCATATATTTAATTTTTGTTG-
GATTTTACTATAAAACCGAGCTCATGAGCTCCG-
GAGCAGAAGAGGACTTTCACTTAAGCTAGTACT-
GTCTTTCGTACTCCCTCCTTACTTCACATTTTAGG-
GTTTCTTGACCATATTTCTAGAGACAAATCAACAGT-
CATAATACCAATCAATATCATCTAATCCATTATG-
GAATGTATTTTCTTAGCTGTTATTTAACACTCCTTAT-
GTTCCATAATTATTGACACGGTTTCAGCTCAAATTT-
GAACACCACGACAATGTATGGAATGGGTTGAACTA-
AAACCATGGCAATAATTATGGAACGGGGGAG-
TATTGTATATACTGGTATGTTTTAAATTTTATTG-

CATATATATTGTAAGATTTAATTGACTTAAGATAC-
GAAAATATTAATATAGGAAGTAAAAGGAAATGGAG-
GAGGTCGATTTGGTGGTCCCGACGGTCGACAAG-
CAAAGTTTCTGCCCCTTGGGGACAACAGGAGA-
CAAGGGATACCGTACTTCAATTTGAACTTAGAAG-
TAGGAGTAGATCTTAATCCAATGGCTGAGAATTGA-
TACAGCAAATGTCCGTGCGCTCACGGCCTCAAG-
CAAGTTTCGTGCGCCGCACCGTAACTTTCATGTG-
GCTAAGGCCGTTCCGATGGAGCCGCAGCTGGCT-
CACAATCACAGGATCTCCGGGAAAAGCAGTCGAG-
AAACCAGCTGTCACGGGCCATGCACGCTGCCA-
CATGTGTCGGCCGGCTCCTTTCCTTCCCTCCGCAG-
GAGAAAACCAAAACGTACTAGTCACCAACACCGC-
GACTCCACCCAGTCGGTGAGCACCGCACCACTGC-
CGCCGCGCGCGCCCATAAATACGCGGCCACCCCGC-
CCCCGGCTCACCTC


