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(Triticum aestivum) varieties differing in their tolerance
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ABSTRACT

Salinity aggravates toxicity symptoms of boron in wheat. Four wheat (Triticum aestivum L.) varieties differing in
tolerance to these stresses were subjected to five stress treatments [control (2.5 ppm B), 50 ppm B + 6 dS/m, 100 ppm
B + 6 dS/m, 50 ppm B + 10 dS/m and 100 ppm B + 10 dS/m]. Higher reductions for root length, fresh and dry weight
were observed in Schomburgk and HD 2009 varieties at 100 ppm B + 10 dS/m NaCl in comparison to KRL 35 and BT-
Schomburgk. Results indicated that combined boron and salt stresses significantly increased soluble B and proline
concentrations in the roots. At the highest level of stress (100 ppm B + 10 dS/m), maximum proline accumulation was
evident in HD 2009 (18.6 mg/g) and minimum in KRL 35 (13.5 mg/g). Protein profile expressions of boron tolerant and
intolerant varieties of wheat showed de novo synthesis of two specific polypeptides (35.73 and 31.10 KDa) in boron
tolerant variety and one (16.98 kDa) in boron intolerant variety. Likewise, KRL 35 (salt tolerant) showed 4 specific
polypeptides of 89.13, 58.4, 46.21 and 31.10 kDa, whereas three specific polypeptides (24.05, 19.13 and 17.52 kDa)
appeared in the salt intolerant variety (HD 2009).  Appearance of 5 common polypeptides bands of MW 89.13, 53.4,
46.21. 31.10 and 25.12 kDa in both the tolerant varieties, i.e. BT-Schomburgk (boron tolerant) and KRL 35 (salt
tolerant) is of special interest and could have possible use as markers for tolerance. The synthesis of common
polypeptide of MW 25.12 kDa was observed in all the four varieties with increase in stress treatments.
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Boron is toxic to many plant species at levels slightly
above those required for normal growth and development.
It is found to be in toxic concentrations in soils and ground
waters in arid and semi-arid environment throughout the
world. Saline irrigation water often contains high boron
concentrations, therefore, contributes in accumulation of
excessive levels of B in the soil (Nable et al. 1997).

B is an important constituent of ground waters of many
areas in India, Australia, USA and other countries. Ground
waters of Agra (Uttar Pradesh), Gurgaon and Hisar
(Haryana), Bhatinda, Sangrur and Amritsar (Punjab) have
high B content (up to 7.3 ppm) (ACIAR Project CS1/1996/
025). Ground waters of the coastal regions may also have
high B content. Kanzaria and Patel (1985) reported that
11% of waters in north Gujarat, Kutch, Kaira, Vadodara
and Bharauch had B concentration beyond the tolerance
limit of most crop plants. B concentration in waters has
also been reported to have significant positive correlation
with salinity and sodicity (Minhas and Samra 2003).
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Yaduvanshi et al. (2012, Personnel communication) also
reported that 85% of irrigation water samples over 100
locations in Haryana had B concentrations above toxic
threshold for wheat (Triticun aestivum L.) production.
Interactions between salinity and B toxicity are very
complex and mechanisms of boron uptake under saline
conditions and the way various metabolic and growth
processes are affected are not well understood.

Considering the importance of the mechanism of B
toxicity in wheat particularly under saline conditions, the
present study on the qualitative resolution in protein
profiles and boron uptake by roots of four wheat varieties
differing in their tolerance was undertaken to delimit the
combined effect of boron and salinity.

MATERIALS AND METHODS
Four varieties of wheat, i.e. BT-Schomburgk (boron

tolerant), Schomburgk (boron intolerant), KRL 35 (salt
tolerant), and HD 2009 (salt intolerant) were evaluated for
interactive responses to boron (B) and sodium chloride
(NaCl) stresses in relation to germination. Seeds of each
variety were surface sterilized using 0.1% bavistin and were
pre-germinated in petri-dishes at 4°C for 48 hr and then
transferred to the bench at room temperature (15-20 °C) for
24 hours. These pre-germinated seeds were then placed in
pots (capacity 2.0 L) covered with thick black sheet (to
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prevent exposure of sunlight). After pre-germination, the
following treatments were established: control (2.5 ppm B,
no salt), low boron and low salt (50 ppm B and 6 dS/m),
high boron and low salt (100 ppm B and 6 dS/m), low boron
and high salt (50 ppm B and 10 dS/m), high boron and high
salt (100 ppm B and 10 dS/m). In order to avoid osmotic
shock, NaCl was applied gradually in four equal doses over
a period of four days. Control treatment (no salt and 2.5
ppm boron) was kept for each variety. The seedlings were
grown for a period of 20 days. The nutrient solution was
changed every five days. The pH of nutrient solution was
checked and maintained around 7.0 (1N NaOH/1N HCl) daily.
Using aquarium pumps and air stones, aeration of pots (to
prevent stagnation) was done. Experiment was laid in a
complete randomized design with five replicates using
OPSTAT software (CCS HAU, Hisar). Plants were harvested
after 20 days of treatments.

Freshly harvested roots were oven-dried at 70ºC for
48 hr in order to determine the dry weight (DW) and
analyzed for proline content (Bates et al. 1973) and boron
uptake by roots. For boron, 1.0 g samples were boiled with
double distilled water contained 10% glacial acetic acid
and kept overnight at 70ºC and the final volume was made
to 10 ml. Boron concentration was measured by Atomic
Absorption Spectrophotometer (Zeenit 700P, Analytik Jena,
Germany).

The 25 µl of crude protein extract, containing 50 µg of
protein extract was transferred to an equal volume of
Laemmli’s 2X sample buffer (0.5 M Tris-HCl, pH 6.8)
containing 20% glycerol, 4% SDS, 0.5% bromophenol blue
(w/v) and 10% -mercaptoethanol and heated at 100°C for
3 minutes and cooled. Electrophoresis was carried out by
the method of Laemmli (1970). The cooled samples were
then loaded on  SDS-discontinuous gel system with 0.1
mm thick stacking gel of 4% polyacrylamide in Tris-HCl
buffer (pH 6.8) and a resolving gel of 10% polyacrylamide
in Tris-HCl buffer (pH 8.8). The gels were run at 15mA in
the stacking gel and 25mA in the resolving gel. After
electrophoresis, gels were fixed and stained with 0.25% (w/
v) Coomassie Brilliant Blue R-250 in 40% (v/v) methanol
with 7% glacial acetic acid (v/v) and then destained in 10%
methanol (v/v) with 7.5% glacial acetic acid (v/v). After
destaining, the gels were stored in 7% glacial acetic acid
(v/v).

RESULTS   AND DISCUSSION

Growth parameters
Boron toxicity symptoms appeared at 50 ppm B and

increased in severity at 100 ppm. Toxicity symptoms first
appeared on the tips and margins of leaves. Significant
interactive effects of B and salinity were observed on plant
growth parameters. Our earlier studies have shown that
higher reductions were observed for root length at 100
ppm B + 10 dS/m in Schomburgk and HD 2009 varieties (B
intolerant and salt intolerant, respectively) in comparison
to KRL 35 (Salt tolerant) and BT-Schomburgk (Boron

tolerant). Root biomass showed a linear decrease in
response to the increase in B and NaCl concentrations.
KRL 35 showed minimum reduction in fresh and dry weights
of root at high B and NaCl levels, whereas maximum per
cent reductions were observed in Schomburgk and HD 2009
(Table 1).

Boron uptake and proline accumulation
The intolerant varieties accumulated more B in the

roots, with the increase in concentration of boron and salt
in the nutrient medium. Maximum accumulation was found
in roots of wheat variety HD 2009 while minimum in KRL
35 (Fig 1) at 100 ppm B + 10 DS/m.

The accumulation of proline reveals how much degree
of stress, a genotype is able to tolerate. The proline content
increased with increasing levels of boron and salt in all
varieties (Fig 2). Even the lowest levels of boron and salt
(50 ppm B + 6 DS/m) induced proline accumulation, the
increase being least in BT-Schomburgk (7.2 mg/g) and
maximum in Schomburgk (8.2 mg/g) over control. At highest
level of boron and salt stress (100 ppm B + 10 DS/m),
maximum proline accumulation was evident in HD 2009 (18.6
mg/g) and minimum in KRL 35 (13.5 mg/g).

Protein profiling/Polypeptide resolutions
Plants have a multitude of mechanisms which help

them to survive and propagate under different stresses.
Although protein biosynthesis generally declines under
stress conditions, cells preferentially synthesized specific
stress proteins. Results of protein profile pattern using SDS-
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Fig 1 Combined effect of B and Salinity on root boron
concentration (mg/l) in wheat varieties.

Fig 2 Combined effect of B and salinity on proline content (mg/
g WD) in wheat varieties.
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PAGE (10%) revealed definite quantitative and qualitative
alterations in polypeptide banding pattern in all the
varieties. In case of BT-Schomburgk (boron tolerant), a total
number of 9 polypeptides bands ranging from 83.21 to 13.63
kDa were observed in control (Fig 3A). At 50 ppm B + 6
dS/m salinity, the number of bands increased to 12 of which
three new polypeptides were synthesized de novo, i.e. 58.4,
46.21 and 25.12 kDa. With increase in the concentration of
B in the nutrient medium, two new polypeptides, i.e. 89.13
and 31.10 kDa appeared. There was appearance of one new
polypeptide bands of MW 35.73 kDa, whereas 2
polypeptides, of 42.19 and 16.16 kDa disappeared at 50
ppm B + 10 dS/m. Out of total polypeptide bands, 13 remain
the same at 100 ppm B + 10 dS/m level in wheat variety BT-
Schomburgk.

Differential polypeptides expression was observed in
Schomburgk (B intolerant variety) as compared to BT-
Schomburgk (Fig 3B).  A total number of 12 polypeptides
appeared in control. De novo synthesis of 5 new
polypeptides (89.13, 58.4, 46.21, 25.12 and 16.98 kDa) was
observed with the addition of 50 ppm B + 6 dS/m. Further
increase in the concentration of B and salt caused
disappearance of polypeptides bands, i.e. one band of 66.89
kDa molecular weight at 100 ppm B +  6  dS/m, one 42.19
kDa at 50 ppm B + 10 dS/m and four bands of 37.12, 35.73,
32.35 and 25.12 kDa at 100 ppm B + 10 dS/m respectively.
Disappearance of 6 polypeptides with increasing stress
conditions, suggested that polypeptide expression varied
depending upon the different developmental stages and
the differential gene expression of concerned structural or
regulatory gene (s).

Comparison of protein profiles of boron tolerant and
boron intolerant wheat varieties indicated that there was
synthesis of two specific polypeptides in boron tolerant
variety (35.73 and 31.10 KDa) and one in boron intolerant
(16.98 kDa). Synthesis of common polypeptide of MW 89.13,
58.4, 46.21 and 25.12 kDa observed with increase in B and
salt, needs special mention.

Salt tolerant variety KRL 35 showed total number of 6
polypeptides under control treatment which increased to 9
with addition of low B and low salt (50 ppm B + 6 d S/m),
i.e. appearance of 3 new polypeptide bands of MW 58.4,
46.21 and 25.12 kDa (Fig 4A). Increase in boron causes
appearance of two new polypeptide bands (89.13 and 31.10
kDa). There was appearance of one new polypeptide band
of MW 32.35 kDa, whereas 2 polypeptides of 46.21 and
16.16 kDa disappeared with increase of salt concentration
with low boron at 50 ppm B + 10 dS/m. At higher salinity
level of 10 dS/m with high B, pattern of resolution remained
unaffected. While in case of salt intolerant variety HD 2009,
total numbers of 9 bands were present in the control
treatment and were not affected at 50 ppm B + 6 dS/m.
Disappearance of 2 polypeptides of 89.13 and 27.43 kDa
MW and  appearance of 3 new polypeptide bands of MW
25.12, 24.05 and 17.52 kDa was observed at 100 ppm B + 6
dS/m. One new polypeptide of 19.13 kDa appeared and
one polypeptide of 35.73 kDa disappeared with increase in
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salinity level (Fig 4B). With the disappearance of one
polypeptide band of 72.24 kDa, total 9 polypeptide
bands were found at 100 ppm B + 10 dS/m level in HD 2009
variety.

Effect of combined stresses on growth parameters
Plants are unable to express their full genetic potential

when subjected to stressful environments. Various
environmental stresses cause important modifications in
gene expressions of plants. Such modifications might led
to the accumulation or depletion of certain metabolites,
alterations in the behaviors of many enzymes, overall
changes in protein synthesis, and of particular interest,
synthesis of new sets of proteins which are specific to the
particular type of stress (Bhagwat and Apte 1989, Blinda et
al. 1997). The toxic effects of B and salt appeared to be
more detrimental in the intolerant varieties as compared to
the tolerant varieties (Sharma et al. 2013, Personnel

communication) and are in accordance with the reports of
Alpaslan and Gunes (2001), Ismail (2003/04) and Hassan
(2007).

Effect of combined stresses on boron uptake and proline
accumulation

Plant species or genotypes which are tolerant,
characterized by a low B concentration in their leaf tissues
in comparison with the non-tolerant ones, probably due to
a reduced uptake of B into roots and shoots both
(Camacho-Cristobal et al. 2008). Our results are in
conformity with Hu and Brown (1997), Grattan et al. (1997)
and Wimmer et al. (2003) who reported that salinity together
with boron toxicity increased soluble B concentrations in
inter and intra-cellular compartments of basal leaf sections
in wheat when compared to either stress alone. In addition
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to this, the ability of tolerant genotypes to resist high boron
in the growing medium was not a consequence of the ability
to tolerate high B concentrations in the plant tissues and
was due to the capacity of the plant to restrict B uptake by
roots and transport to shoots (Nable et al. 1990, Paull et
al. 1992).

Accumulation of compatible non-toxic solutes
especially proline, glycine-betaine and sugars is a common
observation under stress condition (Ashraf et al. 1994,
Qasim 2003). Such an accumulation of proline allows
additional water uptake from the environment to maintain
turgor (Sairam et al. 2002, Misra and Gupta 2005). Proline
has been reported to increase the stress tolerance of the
plants via osmoregulation, the protection of enzymes against
denaturation, and the stabilization of protein (Bohnert et
al. 2005). With the increase in NaCl, the proline content in
all the varieties increased significantly. Higher level of
proline content in stem and leaf might be due to expression
of genes encoding key enzymes of proline synthesis
pyrroline-5-carboxylate and low activity of the oxidizing
enzymes (proline dehydrogenase) which is controlled by
osmotic and salinity stress (Maggio et al. 2002). These
compounds buffer redox potential, preserve quaternary
structure of proteins, highly ordered state of membranes
and stabilize many functional units such as oxygen
evolving PS-II complex (Chinnusamy et al. 2005), activity
of enzymes, and the ability to detoxicate ROS (Yokoi et al.
2002). Storey and Wyn Jones (1975) reported that the
proline concentration was 10-fold in shoots and 18-fold
higher in roots of plants grown at 100 mM NaCl than in
plants grown in the absence of salt. Accumulation of proline
is not sufficient enough to play significant role in osmotic
adjustment; it might be involved in protection of cell
structure (Viegas and Silviera 1999), as high concentration
of proline is not required for plasma membrane protection.
So, proline accumulation may be consequence of salinity
induced disturbance in protein and amino acid metabolism
rather than adaptive mechanism.

Effect of combined stresses on protein profiling/
Polypeptide resolutions (SDS-PAGE)

Stresses induce quantitative and qualitative changes
in protein content of the plant cells. The gene (S)
responsible for certain proteins had been completely
suppressed as a result of stress might be one possible
explanation for disappearance (Elobeidy et al. 2001).
Depressed protein synthesis and acceleration in its
degradation in plants in response to salt stress has been
reported by number of workers (Chandershekar et al. 1986,
Lal and Bhardwaj 1987). The proteins that accumulate
under stress conditions may provide a storage form of
nitrogen that is re-utilized in post-stress recovery (Singh
et al. 1987) and also play a role in osmotic adjustment.
These proteins may be synthesized either de novo in
response to stress or may be present constitutively at low
concentration and increase when plants are exposed to
stress conditions (Pareek et al. 1997). This showed that

the timing of the synthesis or break down of particular
polypeptides, might coincide with the protein content
during stress associating their involvement in tolerance
process.

Presence or absence of polypeptides could be
potentially used as marker to decipher the differential
behavior of varieties for boron and salinity. In conformity
with our results, Rani et al. (2007) observed two protein
bands with molecular weight of 83.6 and 28.1 kDa which
were present only in salt + B treatments. It showed the
expression of these bands require B, i.e. B induced these
proteins. These results showed that varietal behavior to
either boron (tolerant/intolerant) or salt (tolerant/intolerant)
is dependent on nature, concentration and combination of
stresses involved. The bands which were present in the
treated seedling may be inherently associated with
germination and growth processes. Their disappearance
may affect the functional capabilities of seeds to perform
in the stress environment or it may suggest the negative
effect of stress on protein/gene synthetic machinery as
advocated by Rani et al. (2007). Amzallag and Lerner (1994)
reported 76.3 to 14.6 kDa protein bands were apparently
synthesized de novo that presumably are critical for plant
adaptation to stress conditions. Similar results were reported
in tobacco, where a 26 kDa polypeptide was found due to
salt stress and its possible role in osmoregulation was
suggested (Singh et al. 1985). Bishnoi et al. (2006), who
observed disappearance of 54.3 kDa protein in ICPL 88039
plumule, 68.4 kDa in Manak radicle and 28.1 kDa in ICPL
88039 radicle under B and salinity stress, and reported that
the genotypes tolerant to salinity are tolerant to B as well.
These two stresses seem to be associated with resolution
of different polypeptides during the course of given stress.

Results from our other studies showed that the
combined effect of B and salt on wheat were more damaging
than boron alone, the B-salt interactions are additive and
varieties known to be tolerant to one stress show tolerance
to other stress also (Sharma et al. 2013; unpublished data).
There are some other reports as well which indicate that
genotypes tolerant to salinity are also tolerant to B
(Schuman 1969, Paull et al. 1992). These results clearly
indicated that polypeptides were either induced de novo
or their expression level increased under stress in
comparably tolerant genotypes than the sensitive one,
which might play a protective role in combating higher
stress. Further characterization of these proteins and the
use of data for understanding the molecular basis of stress
tolerance will be worthwhile.

Results of our study revealed that varieties differing
in tolerance to B and salt stress showed differential
polypeptide resolution behavior in response to the
combined B and salt. The toxic effects of B and salt appear
to be more detrimental in the intolerant varieties as
compared to the tolerant varieties. Disappearance of
polypeptide bands may be interpreted as the “turning off”
protein synthetic genetic machinery “genes” in response
to B and salt. It is more likely that the polypeptides
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disappearing in response to stresses are the result of
denaturation and the timing of synthesis or break down of
particular polypeptides coincides with the protein content
during stress associating their involvement in tolerance
process. Identification of differentially regulated proteins
can lead to the identification of their corresponding genes,
which might be involved in the physiology of stress
resistance and could be possible to combine tolerance with
other desirable traits of crop so as to evolve new varieties
better adapted to these abiotic stresses.

ACKNOWLEDGEMENT
The authors are thankful to the Head, Division of Crop

Improvement, and Director, Central Soil Salinity Research
Institute, Karnal for providing the required research facilities
and necessary materials respectively.

REFERENCES

Alpaslan M and Gunes A. 2001. Interactive effects of born and
salinity stress on the growth, membrane permeability and
mineral composition of tomato and cucumber plants. Plant
Soil  236: 123–8.

Amzallag G N and Lerner R. 1994. Physiological adaptation of
plants to environmental stress. (In) Handbook of Plant and
Crop Physiology, pp 557–76. Pessarakli M (Ed). Marcel
Dekker, New York.

Ashraf M Y, Azmi A R, Khan A H and Ala S A. 1994. Effect of
water stress on total phenol, peroxidase activity and
chlorophyll contents in 1994 wheat (Triticum aestivum L.).
Acta Physiol Plant 16: 185–91.

Bates L S, Waldren R P and Teare I D. 1993. Rapid determination
of free proline for water stress studies. Plant Soil  39: 205–7.

Bhagwat A A and Apte S K. 1989. Comparative analysis of
proteins induced by heat shock, salinity, and osmotic stress
in the nitrogen-fixing cyanobacterium Anabaena sp. strain L-
31. Journal of Bacteriology 171: 5 187–9.

Bishnoi S K, Kumar B, Rani C, Datta K S, Kumari P, Sheoran I
S, and Angrish R. 2006. Changes in protein profile of pigeonpea
varieties in response to NaCl and boron stress. Biol Plant.
50: 135–7.

Blinda A, Koch B, Ramanjulu S, and Dietz K J. 1997. De novo
synthesis and accumulation of apoplastic proteins in leaves
of heavy metal-exposed barley seedlings. Plant Cell and
Environment 20: 969–81.

Bohnert H J, Nelson D E and Jensen R G. 1995 Adaptations to
environmental stresses. Plant Cell 7: 1 099–1 111.

Camacho-Cristobal J J, Rexach J and Gonzalez-Fontes A. 2008.
Boron in plants: deficiency and toxicity. Journal of Integrated
Plant Biology 50: 1 247–55.

Chandershekhar V, Kar M and Chavan P D. 1986. Influence of
salt stress on biochemical processes in chickpea. Plant Soil
96: 439–43.

Chinnusamy V, Jagendorf A and Zhu J K. 2005. Understanding
and improving salt tolerance in plants. Crop Science 45: 437–
48.

Elobeidy A A, Fayek M A and Mohmoud R A. 2001. Quantifying
salt tolerance responses of some banana genotypes in vitro.
1st International Conference on Biotechnology Applications for
the Arid Regions. Shayji Y A, Siolhu J S, Saleem M and
Guerinik K (Eds). State of Kuwait-Kuwait.135–65.

Grattan S R, Shannon M C, Grieve C M, Poss J A, Suares D and

Leland F. 1997. Interaction effects of salinity and boron on
the performance and water use Eucalyptus. Acta Horticulturae.
449: 607–13.

Hassan M. 2007. ‘The transcriptional response of barley to boron
toxicity.’ Ph D thesis, University of Adelaide.

Hu H and Brown P H. 1997. Absorption of boron by plant
roots. (In) Boron in Plants and Soils, pp 49–58. Dell B,
Brown P H and Bell R W. (Eds). Kluwer Academic Publishers,
Dordrecht, The Netherlands.

Ismail A M. 2003. Response of maize and sorghum to excess
boron and salinity. Biol Plant 47(2): 313–6.

Kanjaria M V and Patel M S. 1985. 14th Seminar, Vol 1. Gujarat
Association of Agriculture Science, Vadodara, pp 284–305.

Laemmli U K. 1970. Cleavage of structural proteins during the
assembly of the head of the bacteriophage Ty. Nature 277:
680–5.

Lal R K and Bhardwaj S N. 1987. Yield-mineral uptake relation
in field pea under saline environment. Ann Agr Res. 8: 110–6.

Maggio A, Miyazaki S, Veronese P, Fujita T and Ibeas J I. Does
proline accumulation play an active role in stress induced
growth reduction? Plant Journal 31: 699–712.

Minhas P S and Samra J S. 2003. Quality Assessment of Water
Resources in the Indo-Gangetic Basin Part in India. Central
Soil Salinity Research Institute, Karnal, India, 68 p.

Misra N and Gupta A K. 2005. Effect of salt stress on proline
metabolism in two high yielding genotypes of green gram.
Plant Science 169: 331–9.

Nable R O, Banuelos G S and Paull J G. 1997. Boron toxicity.
Plant and Soil 193: 181–98.

Nable R O, Lance R C M and Cartwright B. 1990. Uptake of
boron and silicon by barley varieties with differing
susceptibilities to boron toxicity. Ann Bot. 66: 83–90.

Pareek A, Singla S L and Grover A. 1997. Salt responsive proteins/
genes in crop plants. (In) Strategies for improving salt
tolerance in higher plants, pp 365–91. Jaiwal P K, Singh R P
and Gulati A editors. Oxford and IBH Publication Co., New
Delhi.

Paull J G, Nable R O, Lake A W H, Materne M A and Rathjen A
J. 1992. Response of annual medics (Medicago spp.) and
field peas (Pisum sativum) to high concentration of boron:
genetic variation and the mechanism of tolerance. and
Australian Journal of Agricultural Research. 43: 203–13.

Qasim M, Ashraf M, Amir Jamil M, Ashraf M Y, and Shafiq-ur-
Rehman E S R. 2003. Water relations and leaf gas exchange
properties in some elite canola (Brassica napus) lines under
salt stress. Ann Appl Biol. 2003; 142: 307–16.

Rani C, Bishnoi S K, Kumar B, Sheoran I S, Angrish R and Datta
K S. 2007. Changes in protein profile under sodium chloride
and boron toxicity stress in seedlings of two wheat cultivars.
Indian Journal of Plant Physiology 12(1): 13–7.

Sairam R K, Veerabhadra R K and Srivastava G C. 2002.
Differential responses of wheat genotypes to long term salinity
stress in relation to oxidative stress, antioxidant activity and
osmolyte concentration. Plant Science 163: 1 037–47.

Schuman G E. 1969. Boron tolerance in tall wheat grass. Agron
Journal 61: 445–7.

Singh N K, Bracken C A, Hasegawa P M, Handa A K, Buckel S,
Hermodson M A, Pfankoch F, Regnier F E and Bressan R A.
Characterization of osmotin: a thaumatin-like protein
associated with osmotic adjustment in plant cells. Plant
Physiology 85: 529–36.

111

COMBINED EFFECT OF BORON AND SALT



1632 [Indian Journal of Agricultural Sciences 85 (12)

Singh N K, Handa A K, Hasegawa P M and Bressan R A. 1985.
Protein associated with adaptation of cultured tobacco cells
to NaCl. Plant Physiology. 79: 126–37.

Storey R and Wyn Jones, R G. 1975. Betaine and choline levels
in plants and their relationship to NaCl stress. Plant Science
Letters 4: 161–8.

Viegas R A and Silviera J A G. 1999. Ammonia assimilation and
proline accumulation in young cashew plants during long term

exposure to NaCl salinity. Brazilian Journal of Plant
Physiology 1999; 11: 153–9.

Wimmer M A, Muhling K H, Lauchli A, Brown P H and Goldbach
HE. 2003. The interaction between salinity and B toxicity
affects the sub-cellular distribution of ions and proteins in
wheat leaves. Plant Cell Environment  26: 1 1267–74.

Yokoi S, Bressan R A and Hasegawa P M. 2002. Salt stress
tolerance of plants. JIRCAS Working Report, pp 25–33.

112

KUMAR ET AL.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


