Scanned with ACE Scanner




Genetic variability in pea genotypes L

Two hand-weeding were done at 30 and 50
pFS. The 45 genotypes along with four were
plantt‘d in an augmented design. There were 5
plocks, each block comprised nine genotypes,
cach genotype sown in two rows with four
controls. The planting material comprised 45
advanced lines of pea, which were obtained from
Vegetable Research Station, CCS Haryana
Agriculture University, Hissar, and four control,
viz. Azad Pea I, Azad Pea 3, VL-8 and Jayanti
received from Department of Seed Science and
Technology, Hill campus, Ranichauri. Seed
morphology was studied on selected 20 seeds
(Randomly) from each cultivar with the help of
hand lens. Biochemical, physiological and
chemical parameters related to seed vigour and
quality were recorded. The data obtained were
analysed by using standard statistical procedure
for augmented designs.

Completely randomized block design was
adopted. Coefficient of variation (CV%) and
standard error of mean (SEm+) were computed
in each case and critical difference (CD) at 5%
level of probability was calculated for significant
effects. Simple correlation coefficient (r) was
worked out to determine the correlation between
morphological, physiological and seed quality
parameters.

RESULTS AND DISCUSSION

The morphological characters of plants such as
seed testa colour showed wide variation i.e.
yellow (HVP-04-07, HVP-03-30 and VL-8),
greenish-yellow (HVP-4-02 and HVP-04057), 22
light-green (HVP-04-04, HVP-04-06, HVP-04-11,
HVP-04-13), 5 yellow-green (HVP-04-26, HVP-04-
44, Azad Pea-1 HVP-04-04) 14 mixed colour
(HVP-04-15, HVP-04-21, HVP-04-35, etc.) and 3
green colour tests (HVP-04-13, HVP-04-30 and
HVP-03-20). The seed shape of maximum
genotypes (39) were wrinkled, whereas seeds of
6 genotypes were round in shape. The 100-seed
weight varied from 11.40 (HVP-03-15) to 27.91 g
(HVP-04-56; days to 50 per cent flowering varied
between 99.8 (HVP-03-15) and 124.80 (HVP-03-
48); days to reach physiological maturity varied
between 133.65 days (HVP-04-03) to 153.90
Maximum days (HVP-04-31).

Number of pods/plant ranged between 2.60
(HVP-04-16) and 0.85 (HVP-03-17); number of
seeds/pod ranged from 10.85 (HVP-04-11) seeds
to 2.60 (HVP-03-01); pod length ranged from 11.11
(HVP-03-03) to 6.41 ¢m (HVP-0-04). The pod
width varied between 15.62 (HVP-04-48) and 7.79
mm (HVP-04-02). Seed yield/plant ranged form
57.45 g (HVP-04-20) to 1.24 g (HVP-04-18); plant
height at 90 DFS varied between 64.95 cm (HVP-
04-07) and minimum 22.95 cm (HVP-03-12). The
observations conformed to those of earlier studies
(84 and: 5.

The chemical test showed as per the seed coat
colour presented (Table 1). The genotypes along
with controls can be grouped as dark blue (12
genotypes), light blue (11 genotypes), and
medium blue groups (17 genotypes). Nine
genotypes gave no colour reaction. Maximum
genotypes (29) showed negative reaction after
NaOH-colour test (No change in colour), 9 light
yellow, 7 dark yellow and 1 yellow group were
identified. This is in accordance with earlier
studies [6 and 7], wherein, several modifications
were made for phenol test and presoaking in
solutions of NaOH, Na,CO,, CuSO, and FeSO,
instead of water was effective for varietal purity
determination in cereals and pulse crops. The
NaOH and KOH colour reactions have been
attempted for varietal identification in cereal

crops like, wheat and rice by several workers [8,
9 and 10].

The differences in seed coat colour in legumes
are often related to differences in chemical
constituents of seed coat. The seed coat colour
of blackgram varieties was dependent on tannin
content in seed coat [11]. The light coloured
varieties had low tannin content as compared to
dark coloured ones. Such differences could be
exploited for distinguishing varieties, provided
that they are genetically controlled. There is no
record, wherein genetics of tannin content has
been studied, but there are several genetic studies
with regard to seed coat colour showing that this
character is digeneically controlled [12]. Attempts
have been made for the use of sodium hydroxide
and potassium hydroxide colour reaction tests in
distinguishing varieties of pulse crops [13],
wherein varieties do react differently to these
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