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Greengram Seed Microflora under Ambinent Storage

: I
NAZNIN BEGUM, P.K. BORAH, DAISY SENAPATY AND BIMAL RABHA

f T ¢ . iversi ywrhat, Assam
Department of Plant Pathology, Assam Agt uull.uml University, Jorhat, ’
pradipaau@yahoo.in

ABSTRACT Understanding of the status of microflora associated with greengram (\‘/igrm rmll'.nlu)' seeds 1'1
important. With this objective mungeban seeds (var. Pratap) were subjected ln‘sm.mgc m mfrmlluj bl'n m-1dc:
ambient condition. Seed samples were drawn on 0, 90, 180 and 270 days intervel for lde‘ntlllcatmn of microflora
and evaluation of their pathogenicity. Seed wash method showed no bacterial micmflm'n.; agar plate nwtbnd
showed 4 fungal isolates (SP-1, SP-2, SP-3 and SP-4) which were identified as Aspergillus /“Iazms', A. ;.n:qw',
Penicillium spp. and Rhizoctonia solani, respectively. Pathogenicity test showed that all the h’)ur |dent|t'1ed
fungal species gradually reduced seed germination. There was no germination with increased mocul‘..mon
period of 216 hr as against 90% germination in non-inoculated control. The study indicated that the associated

fungal species was pathogenic.
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Greengram (Vigna radiata L. Wilczek) with its rich
food value ranking third among pulses, is a major
source of protein. Quality seed with genotypic
potentiality is the most crucial input for pulse
production. Greengram seed lots carry wide range
of microflora internally and externally. It is very
difficult to get cent per cent pathogen free seeds
for sowing. Areas with high atmospheric
humidity are poor for seed storability and the
North-eastern Region is one such region. The
microflora associated with seeds influence seed
germination, seedling health and subsequently the
yield. Therefore, microflora associated with
greengram seed and their relationship with seed
performance, was investigated.

MATERIALS AND METHODS

Seeds of greengram (var. Pratap) were obtained
from Regional Agricultural Research Station,
Assam Agricultural University, Nagaon. Four kg
seeds, each were stored in metallic bins under
ambient condition for 270 days in four replicates.

Seed samples were drawn on 0, 90, 180 and 270
days from start of seed storage for evaluation.
Seed wash and agar plate incubation methods [2]
were followed to detect the seed-microflora. For
seed wash method, 100 seeds were transferred
singly in 100 conical flasks (100 ml), each
containing 20 ml distilled water. The flasks were
shaken on a mechanical shaker for 5-10 min. After
transferring the seeds into a beaker, washing
water was passed through cheese cloth into the
same beaker.

Washing water was diluted serially. About 0.1
ml aliquot was taken from each dilution and
mixed with 20 ml molten Potato Dextrose Agar
(PDA), Nutrient Sucrose Agar (NSA) medium and
shaken well. The media were poured in sterile
blank Petri plates and incubated at 28°+1°C for
10 days. Five plates were poured from each
dilution. For agar plate method, 5 seeds were
placed in each Petri plate containing PDA/NSA
media for the growth of microflora. The plates
were incubated as in seed wash method and
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